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1p/19q codeletion
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Mutations in FUBPI and CIC
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BRAF/KIAA1549 Fusion gene
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FIGURE 1. Molecular alterations in BRAF. (A, B) FISH assay for detection of KIAA1549:BRAF fusion showing a positive (A) and a
negative (B) case (white arrows). (€, D) Point mutations detected by Sanger sequencing for V600E (€) and V600K (D).

Aline P et al.J Neuropathol Exp Neurol 2015
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Molecular information

Low grade glioma: #7-=7aWHO R ¥8®D
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Histologic classification
Diffuse astrocytoma Oligodendroglioma “Oligoastrocytoma” or
ambiguous histology
IDH-mut, 1p/19q-nondel, | Diffuse astrocytoma, ATRX loss of | Diffuse glioma* (oligodendroglioma | Diffuse astrocytoma, ATRX
ATRX loss 8Xprassion phanotypal, 1p/19g non-delated, loss of axprassion
ATRX loss of axprassion
IDH-mut, 1p/19q-codel, | Diffuse glioma (astrocytoma Oligodendroglioms, 1p/19g-codeleted | Oligodandroglioma, 1p/19g-
ATRX Intact phenotypal, 1p/19g-codalatad codalatad
IDH wild type Diffusa astrocytoma, [DH wild type® | Diffuse glioma® (ofigodandroglioma Diffusa astrocytoma, IDH
phanotypal, IDH wild type® wild typa®
Testing not performed Diffuse astrocytoma, NOS Oligodendroghoma, NOS "Diffuse glioma, NOS™

Louis DN et al. Brain Pathol 2014



